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<400> 1 
actatagggc 


acgcgtggtc 


gacggcccgg 


gctggtactg 


agaaggaata 


ggatgcagtc 


60 


agagggaagg 


gacttgagga 


agacctttgg 


tttagactct 


ctccacatgt 


ctgtctgtgg 


120 


gtctctgaac 


cagattttat 


ctgttgctgc 


ctctctgatg 


acagctggtc 


aaggccccaa 


180 


tctattagta 


tagcagaatg 


tcattaagaa 


tcattctttt 


cttccttcca 


ttttttcttc 


240 


ttcttctact 


ccctccccct 


ttctctctct 


ctctttcttt 


ctttctttct 


ttctttttct 


300 


ttctttcttt 


ctctctctcc 


ctctttctct 


ctctccctct 


ctctctttct 


ttctttcttt 


360 


ctttctcttt 


ttctttctgt 


ctttctctct 


ctttccttct 


ttccttcccc 


agctgtgttt 


420 


ggttctaccc 


taggactctg 


ggctttccat 


tatctggttc 


ttgaccatcc 


aggcaatata 


480 


ggtacaagct 


ctctcttata 


gggtgggcct 


caagttaaac 


taaacattgg 


ttggtcactc 


540 


cctcacgttt 


tctactaaaa 


tctcataggc 


aggacatatt 


gtgggtagag 


gatttagagg 


600 


caggtttagt 


gtccaggttt 


gtcttttcat 


ggtctgtaga 


ataccttctc 


acaccagaga 


660 



gactagagtc 


tagagtccaa 


acctcagctc 


tagcctctct 


atgttcagtg 


agctgaatga 


720 


aagttgacct 


cagcaatggg 


tcccactgtc 


aggttttaga 


gggtgacctt 


cagttgtagg 


780 


tcccaagtct 


ctctctcctc 


tctctccctt 


tctcgatctc 


tctctctctc 


tctctctctc 


840 


tctctctctc 


tctctctctc 


tctctctctc 


tctctctgct 


ttatacttgt 


gattgaagat 


900 


gtgatctctc 


tggcagcctg 


gtaccatgcc 


tcctggtcac 


ttagagactc 


tcctcctgta 


960 


gctataagcc 


caacaaatct 


ttttccacag 


gtttctactc 


tagtacagaa 


acagaaatgt 


1020 


caccaatata 


gtcaatcgtt 


tctgtaaagc 


tttcatcaag 


gaaaacctca 


gttccagggc 


1080 


ttcctgtgac 


tcatttgatc 


tgtcccttga 


ttctcatctg 


ttttaaggaa 


tactgcggga 


1140 


caatctgatt 


agcagaaaga 


aagtgctttt 


gggttttcag 


gaagtgtgtt 


cacaggtagc 


1200 


tctgagccct 


taggacttct 


aaagctctag 


atgaggtacc 


tggtaaccac 


acacacacac 


1260 


acacacacac 


acacacacac 


acacgcactg 


gcctttaata 


taacaaatca 


taaaataaag 


1320 


tttttctttt 


tttttcccca 


gggtgtctgt 


atgaatctcc 


ttaccttctt 


ccccctacac 


1380 


acacacacac 


acacacacac 


acacacacac 


acactattgt 


tctgttctcc 


gagtttacct 


1440 


tttgctgtac 


agaaccacag 


gatgcaccgg 


gtttctgact 


caaattactg 


tccactcaag 


1500 


ttagttccca 


ctccgatttt 


tctgtatgga 


ctacgtcacc 


ctatactgcc 


atttggcacg 


1560 


ggagagaggc 


cagtgatggg 


aatgcagacg 


aaacatgcat 


acacatgtaa 


aataagataa 


1620 


ataaatctaa 


aatgaaaaaa 


aatatagagt 


gattctttca 


catttttgct 


atattactct 


1680 


aaaaggcgag 


aacctggcgg 


gggcgggggc 


aggggctagg 


gacgaggttg 


tagagggcgt 


1740 


ggttggttgg 


tcgtctcttc 


ctccacacta 


gaggagctgt 


agagtctgcc 


tgtgcggtgg 


1800 


agggggctct 


ctctacggcg 


aatagtagtg 


tccctgctca 


caggtgttgc 


ggagatatcc 


1860 


tccatcgtgg 


aagagctcag 


accccgagaa 


gctggtgtct 


agctgcggcc 


ccgagcaagg 


1920 


atgggcagtc 


tggtgagtgg 


aatctgagat 


gcgaaggagg 


gcggaatggg 


cgatctggag 


1980 


ccgcggctct 


cagaagccag 


tggagcctgc 


gagaaaagca 


aggaagctgt 


tctttggaga 


2040 


agtggtatcc 


ggggctcgga 


gctctgtaag 


gaggcaccgg 


ccggagaaag 


cccggggaac 


2100 


gcgtgtatct 


agggtgggcg 


gctttgctcc 


ttgctgcgat 


tccattgcga 


aaacacggcc 


2160 


tgagctccat 


ggctcccaga 


aggggaggag 


tagctctttg 


cgtcccctat 


gttggtcctt 


2220 


aacctgcagc 


aggggtgtag 


cctagtaatc 


tcgcttgctc 


tctttctcac 


cccctctctt 


2280 


gctgcatttc 


tgctccttgc 


ctagaaaacc 


atgaagcatc 


tagcagtact 


gcagcgagca 


2340 


agccacagct 


tagtggtctt 


gttaaatgcc 


aaggtattta 


gaggagaggc 


cgacattttg 


2400 


agtctttggt 


actgtttaca 


aggcagaaaa 


ttttaaaagg 


aagggtggtc 


atacgcctta 


2460 


ttctttatac 


acacggaatt 


ggtagaattg 


aatgcgaatc 


taaacgcaat 


taaaccccag 


2520 


gtaccacttt 


tcatcaggct 


gacaaagacc 


gacttgtgtt 


acctttccta 


acaaagagga 


2580 


atgtggatct 


gtcagctaga 


tgctcttagt 


gttcaaacaa 


ggaattgctt 


tctgttttac 


2640 


aaagaatcgg 


agagagaggt 


tctttttttt 


ctctccaagt 


ctctgtggct 


gcaatgaaat 


2700 


aaggtacaaa 


atcagaccta 


gaaagaatag 


gggaatgggg 


ctatgcacct 


agcagaccag 


2760 


cccgggccgt 


cgaccacgcg 


tgccctatag 


t 






2791 



<210> 2 



9 



114- 



<211> 278 
<212> PRT 
<213> Mus musculus 

<400> 2 

Met Gly Ser Leu Val Phe Arg Arg Pro Phe Cys His Leu Ser Thr Tyr 
15 10 15 

Ser Leu lie Trp Gly Met Ala Ala Val Ala Leu Ser Thr Ala Gin Val 
20 25 30 

Glu Val Val Thr Gin Asp Glu Arg Lys Ala Leu His Thr Thr Ala Ser 
35 40 45 

Leu Arg Cys Ser Leu Lys Thr Ser Gin Glu Pro Leu lie Val Thr Trp 
50 55 60 

Gin Lys Lys Lys Ala Val Ser Pro Glu Asn Met Val Thr Tyr Ser Lys 
65 70 75 80 

Thr His Gly Val Val lie Gin Pro Ala Tyr Lys Asp Arg lie Asn Val 
85 90 95 

Thr Glu Leu Gly Leu Trp Asn Ser Ser lie Thr Phe Trp Asn Thr Thr 
100 105 110 

Leu Glu Asp Glu Gly Cys Tyr Met Cys Leu Phe Asn Thr Phe Gly Ser 
115 120 125 

Gin Lys Val Ser Gly Thr Ala Cys Leu Thr Leu Tyr Val Gin Pro lie 
130 135 140 

Val His Leu His Tyr Asn Tyr Phe Glu Asp His Leu Asn lie Thr Cys 
145 150 155 160 

Ser Ala Thr Ala Arg Pro Ala Pro Ala lie Ser Trp Lys Gly Thr Gly 
165 170 175 

Thr Gly lie Glu Asn Ser Thr Glu Ser His Phe His Ser Asn Gly Thr 
180 185 190 

Thr Ser Val Thr Ser lie Leu Arg Val Lys Asp Pro Lys Thr Gin Val 
195 200 205 

Gly Lys Glu Val lie Cys Gin Val Leu Tyr Leu Gly Asn Val lie Asp 
210 215 220 

Tyr Lys Gin Ser Leu Asp Lys Gly Phe Trp Phe Ser Val Pro Leu Leu 
225 230 235 240 



Leu Ser lie Val Ser Leu Val lie Leu Leu Val Leu lie Ser lie Leu 
245 250 255 



Leu Tyr Trp Lys Arg His Arg Asn Gin Glu Arg Gly Glu Ser Ser Gin 
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260 



265 



270 



Gly Met Gin Arg Met Lys 
275 

<210> 3 
<211> 14 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Primer 
<400> 3 

ttttgtacaa gctt 14 

<210> 4 

<211> 44 

<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Adapter 1 

<400> 4 

ctaatacgac tcactatagg gctcgagcgg ccgcccgggc aggt 44 

<210> 5 

<211> 43 

<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Adapter 2 

<400> 5 

tgtagcgtga agacgacaga aagggcgtgg tgcggagggc ggt 43 

<210> 6 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



<220> 

<22 3> Primer 1 
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<400> 6 

ctaatacgac tcactatagg gc 



22 



<210> 7 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Nested Primer 1 

<400> 7 

tcgagcggcc gcccgggcag gt 22 

<210> 8 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 2 

<400> 8 

tgtagcgtga agacgacaga a 21 

<210> 9 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Nested Primer 2 

<400> 9 

agggcgtggt gcggagggcg gt 22 

<210> 10 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> GADPH Sense 



<400> 10 

tgatgacatc aagaaggtgg tgaag 



25 
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<210> 11 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> GADPH Antisense 

<400> 11 

tccttggagg ccatgtaggc cat 

<210> 12 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> B7-1 Sense 

<400> 12 

ccttgccgtt acaactctcc 

<210> 13 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> B7-1 Antisense 

<400> 13 

cggaagcaaa gcaggtaatc 

<210> 14 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> B7-2 Sense 

<400> 14 

tctcagatgc tgtttccgtg 

<210> 15 



<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> B7-2 Antisense 

<400> 15 

ggttcactga agttggcgat 20 

<210> 16 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> OX-2 Sense 

<400> 16 

gtggaagtgg tgacccagga 2 0 

<210> 17 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> OX-2 Antisense 

<400> 17 

atagagagta aggcaagctg 2 0 

<210> 18 

<211> 825 

<212> DNA 

<213> Homo sapiens 



<400> 18 

gtgatcagga tgcccttctc 



tcatctctcc tcctacagcc tggtttgggt catggcagca 



60 



gtggtgctgt gcacagcaca 



agtgcaagtg gtgacccagg atgaaagaga gcagctgtac 



120 



acacctgctt ccttaaaatg 



ctctctgcaa aatgcccagg aagccctcat tgtgacatgg 



180 



cagaaaaaga aagctgtaag 



cccagaaaac atggtcacct tcagcgagaa ccatggggtg 



240 



gtgatccagc ctgcctataa 



ggacaagata aacattaccc agctgggact ccaaaactca 



300 



accatcacct tctggaatat 



caccctggag gatgaagggt gttacatgtg tctcttcaat 



360 
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acctttggtt 


ttgggaagat 


ctcaggaacg gcctgcctca 


ccgtctatgt 


acagcccata 


420 


gtatcccttc 


actacaaatt 


ctctgaagac cacctaaata 


tcacttgctc 


tgccactgcc 


480 


cgcccagccc 


ccatggtctt 


ctggaaggtc cctcggtcag 


ggattgaaaa 


tagtacagtg 


540 


actctgtctc 


acccaaatgg 


gaccacgtct gttaccagca 


tcctccatat 


caaagaccct 


600 


aagaatcagg 


L.y y y y cLcty y ct 


y y t_. y d u \_ Ly l k_.ci.yy _.y i_ y ^_ 




tgtgaccgac 


660 


tttaagcaaa 


ccgtcaacaa 


aggatattgg ttttcagttc 


cgctattgct 


aagcattgtt 


720 


tccctggtaa 


ttcttctcat 


cctaatctca atcttactgt 


actggaaacg 


tcaccggaat 


780 


caqgaccqag 


gtgaattgtc 


acagggagtt caaaaaatga 


cataa 




825 


<210> 19 






















<211> 274 






















<212> PRT 






















<213> Homo 


sapiens 


















<400> 19 






















Val lie Arg 


Met 


Pro Phe Ser His 


Leu 


Ser 


Thr 


Tyr 


Ser Leu 


Val Trp 




1 




5 






10 








15 




Val Met Ala 


Ala 


Val Val Leu Cys 


Thr 


Ala 


Gin 


Val 


Gin Val 


Val Thr 






20 






25 








30 






Gin Asp Glu 


Arg 


Glu Gin Leu Tyr 


Thr 


Thr 


Ala 


Ser 


Leu Lys 


Cys Ser 




35 






40 










45 






Leu Gin Asn 


Ala 


Gin Glu Ala Leu 


lie 


Val 


Thr 


Trp 


Gin Lys 


Lys Lys 




50 






55 








60 








Ala Val Ser 


Pro 


Glu Asn Met Val 


Thr 


Phe 


Ser 


Glu 


Asn His 


Gly Val 




65 




70 






75 






80 




Val lie Gin 


Pro 


Ala Tyr Lys Asp 


Lys 


lie 


Asn 


He 


Thr Gin 


Leu Gly 








85 






90 








95 




Leu Gin Asn 


Ser 


Thr lie Thr Phe 


Trp 


Asn 


He 


Thr 


Leu Glu 


Asp Glu 






100 






105 








110 






Gly Cys Tyr 


Met 


Cys Leu Phe Asn 


Thr 


Phe 


Gly 


Phe 


Gly Lys 


He Ser 




115 






120 










125 






Gly Thr Ala 


Cys 


Leu Thr Val Tyr 


Val 


Gin 


Pro 


He 


Val Ser 


Leu His 




130 






135 








140 








Tyr Lys Phe 


Ser 


Glu Asp His Leu 


Asn 


He 


Thr 


Cys 


Ser Ala 


Thr Ala 




145 




150 






155 






160 




Arg Pro Ala 


Pro 


Met Val Phe Trp 


Lys 


Val 


Pro 


Arg 


Ser Gly 


He Glu 








165 






170 








175 




Asn Ser Thr 


Val 


Thr Leu Ser His 


Pro 


Asn 


Gly 


Thr 


Thr Ser 


Val Thr 






180 






185 








190 
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Ser lie Leu 
195 



His lie Lys Asp Pro Lys Asn Gin 
200 



Val Gly Lys Glu Val 
205 



lie Cys Gin 
210 



Val Leu His Leu Gly Thr Val Thr 
215 



Asp Phe Lys Gin Thr 
220 



Val Asn Lys 
225 



Gly Tyr Trp Phe Ser Val Pro Leu 
230 235 



Leu Leu Ser lie Val 
240 



Ser Leu Val 



lie Leu Leu Val Leu lie Ser lie 
245 250 



Leu Leu Tyr Trp Lys 
255 



Arg His Arg 



Asn Gin Asp Arg Gly Glu Leu Ser 
260 - 265 



Gin Gly Val Gin Lys 
270 



Met Thr 

<210> 20 

<211> 837 

<212> DNA 

<213> Rattus norvegicus 



<400> 20 
atgggcagtc 


cggtattcag 


gagacctttc 


tgccatctgt 


ccacctacag 


cctgctctgg 


60 


gccatagcag 


cagtagcgct 


gagcacagct 


caagtggaag 


tggtgaccca 


ggatgaaaga 


120 


aagctgctgc 


acacaactgc 


atccttacgc 


tgttctctaa 


aaacaaccca 


ggaacccttg 


180 


attgtgacat 


ggcagaaaaa 


gaaagccgta 


ggcccagaaa 


acatggtcac 


ttacagcaaa 


240 


gcccatgggg 


ttgtcattca 


gcccacctac 


aaagacagga 


taaacatcac 


tgagctggga 


300 


ctcttgaaca 


caagcatcac 


cttctggaac 


acaaccctgg 


atgatgaggg 


ttgctacatg 


360 


tgtctcttca 


acatgtttgg 


atctgggaag 


gtctctggga 


cagcttgcct 


tactctctat 


420 


gtacagccca 


tagtacacct 


tcactacaac 


tattttgaag 


accacctaaa 


catcacgtgc 


480 


tctgcaactg 


cccgcccagc 


ccctgccatc 


tcctggaagg 


gcactgggtc 


aggaattgag 


540 


aatagtactg 


agagtcactc 


ccattcaaat 


gggactacat 


ctgtcaccag 


catcctccgg 


600 


gtcaaagacc 


ccaaaactca 


ggttggaaag 


gaagtgatct 


gccaggtttt 


atacttgggg 


660 


aatgtgattg 


actacaagca 


gagtctggac 


aaaggatttt 


ggttttcagt 


cccactgctg 


720 


ctgagcattg 


tttctctggt 


aattcttctg 


gtcttgatct 


ccatcttatt 


atactggaaa 


780 


cggcaccgaa 


atcaggagcg 


gggtgagtca 


tcacagggga 


tgcaaagaat 


gaaataa 


837 



<210> 21 

<211> 278 

<212> PRT 

<213> Rattus norvegicus 
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<400> 21 

Met Gly Ser Pro Val Phe Arg Arg Pro Phe Cys His Leu Ser Thr Tyr 
15 10 15 

Ser Leu Leu Trp Ala lie Ala Ala Val Ala Leu Ser Thr Ala Gin Val 
20 25 30 

Glu Val Val Thr Gin Asp Glu Arg Lys Leu Leu His Thr Thr Ala Ser 
35 40 45 

Leu Arg Cys Ser Leu Lys Thr Thr Gin Glu Pro Leu lie Val Thr Trp 
50 55 60 

Gin Lys Lys Lys Ala Val Gly Pro Glu Asn Met Val Thr Tyr Ser Lys 
65 70 75 80 

Ala His Gly Val Val lie Gin Pro Thr Tyr Lys Asp Arg He Asn He 
85 90 95 

Thr Glu Leu Gly Leu Leu Asn Thr Ser He Thr Phe Trp Asn Thr Thr 
100 105 110 

Leu Asp Asp Gly Gly Cys Tyr Met Cys Leu Phe Asn Met Phe Gly Ser 
115 120 125 

Gly Lys Val Ser Gly Thr Ala Cys Leu Thr Leu Tyr Val Gin Pro lie 
130 135 140 

Val His Leu His Tyr Asn Tyr Phe Glu His His Leu Asn He Thr Cys 
145 150 155 160 

Ser Ala Thr Ala Arg Pro Ala Pro Ala He Ser Trp Lys Gly Thr Gly 
165 170 175 

Ser Gly He Glu Asn Ser Thr Glu Ser His Ser His Ser Asn Gly Thr 
180 185 190 

Thr Ser Val Thr Ser He Leu Arg Val Lys Asp Pro Lys Thr Gin Val 
195 200 205 

Gly Lys Glu Val He Cys Gin Val Leu Tyr Leu Gly Asn Val He Asp 
210 215 220 

Tyr Lys Gin Ser Leu Asp Lys Gly Phe Trp Phe Ser Val Pro Leu Leu 
225 230 235 240 

Leu Ser He Val Ser Leu Val He Leu Leu Val Leu He Ser He Leu 
245 250 255 



Leu Tyr Trp Lys Arg His Arg Asn Gin Glu Arg Gly Glu Ser Ser Gin 
260 265 270 



Gly Met Gin Arg Met Lys 
275 



<210> 22 

<211> 837 

<212> DNA 

<213> Mus musculus 



a. 



<400> 22 
atgggcagtc 


tggtattcag 


gagacctttc 


tgccatctct 


ccacctacag 


cctgat ttgg 


b u 


ggcatagcag 


cagtagcgct 


gagcacagct 


caag tggaag 


tgg tgaccca 


ggatgaaaga 


1 9 O 


aaggcgctgc 


acacaactgc 


atcct tacga 


tgttctctaa 


aaacatccca 


ggaaccct tg 


loU 


attgtgacat 


ggcagaaaaa 


gaaagccgtg 


agcccagaaa 


acatggtcac 


ctacagcaaa 


240 


acccatgggg 


ttgtaatcca 


gcctgcctac 


aaagacagga 


taaatgtcac 


agagctggga 


300 


ctctggaact 


caagcatcac 


cttctggaac 


acacacattg 


gagatggagg 


ctgctacatg 


360 


tgtctcttca 


acacgtttgg 


ttctcagaag 


gtctcaggaa 


cagcttgcct 


tactctctat 


420 


gtacagccca 


tagtacacct 


tcactacaac 


tattttgaac 


accacctaaa 


catcacttgc 


480 


tctgcgactg 


cccgtccagc 


ccctgccatc 


acctggaagg 


gtactgggac 


aggaattgag 


540 


aatagtaccg 


agagtcactt 


ccattcaaat 


gggactacat 


ctgtcaccag 


catcctccgg 


600 


gtcaaagacc 


ccaaaactca 


agttgggaag 


gaagtgatct 


gccaggtttt 


atacctgggg 


660 


aatgtgattg 


actacaagca 


gagtctggac 


aaaggatttt 


ggttttcagt 


tccactgttg 


720 


ctaagcattg 


tttctctggt 


aattcttctg 


atcttgatct 


ccatcttact 


atactggaaa 


780 


cgtcaccgaa 


atcaggagcg 


gggtgaatca 


tcacagggga 


tgcaaagaat 


gaaataa 


837 



